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SBML support
Graphical notation (Process diagram)
Built-in simulator (SBML ODE Solver)

Integrate with Analysis tool, other
simulators through SBW s

Database connection
Export to PDF, PNG, etc.
Freely available

Supported Environment
® Windows (2000 or later)
® Mac OS X
® Linux

http:/ /celldesigner.org



http://celldesigner.org
http://celldesigner.org

@ Graphical Notation (SBGN Level-1 draft)
@ Usability
@ Plugin development framework

@® Integrate with other tools / services

CellDesigner™

Ver.4.0

(C) 2003 - 2007 The Systems Biology Institute. All rights reserved.
http://celldesigner.org
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SBIE Graphical Notation

2.3.1 Transition
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SBIE Graphical Notation

2.3.4 Association
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Graphical Notation

.c&u s “and”, cls _— “Or”, etc.
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Graphical Notation

@ Todo:
@ Module
® Compartment (not fully supported)
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SBIE Layers

Simulation0 <t< 1

D=0.0

] rel

kKL*A*B
kl =0.30r 30




SBIE GUI improvement
@ Enhanced Kinetic Law Editor
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The

SBIE GUI improvement
@ Enhanced Kinetic Law Editor

S EBES) KineticLaw

k3 * MKKK_P * MKK / (KK3 + MKK)

KineticLaw

k3 * MKKK_P*MKK
KK3 + MKK
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Bl lugin development
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SBlE= COPASI - CellDesigner

@ Can call COPASI directly from
CellDesigner
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SB Future plan

@ Support SBGN Level-1

@ Support SBML L2v3 (libSBML 3.x)

@ Integrate with COPASI

@® Integrate with SABIO-RK

@®Include current CVS version of SOSlib
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