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Edinburgh Pathway Editor (EPE)

http://www.bioinformatics.ed.ac.uk/epe/



What Does it/Will it Do?
• Draw biological pathways (EPE1)
• Supports multiple graphical notations (EPE1)
• View multiple maps simultaneously (EPE1)
• Will provide integration with SB tools (EPE2)
• Data export & import (EPE2)

– SBML (EPE1)
– BioPAX L3

• Extensible (EPE2)
– Plugins (as cytoscape model)
– Will provide 3rd party plugin API
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Context Adapter Services
• Notation definition

– Palette definition
– Notation specification

• Notation validation and warnings
• Notation DOM
• Context conversion
• Context versioning
• Autolayout
• Import/Export



Notation Definition: Shapes & Links

• Macromolecule
– Shape: rounded rectangle
– Line width: 2
– Line Colour: Black

• State Variable
– Shape: elipse
– Line width: 2
– Child of Macromolecule

• Consumption Link
– Line pattern: solid
– Target Arrowhead: None
– Source: Macromolecule
– Target: State Transition
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EPE Release

• 1st Public Release – Spring 08
• ‘Alpha’ release - end Jan 08


