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JDesigner - Chemical Reaction Networks



JDesigner Ƶ Metabolic Reaction Networks



JDesigner Ƶ Metabolic Reaction Networks



JDesigner Ƶ Protein Interaction Networks



Features

JDesigner

Easy to 
use

Extensible

SBML 
compliant

Plays well 
with 

others



Challenges - Ambiguities

ÁReversible Reactions & Direction of Flux
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Challenges - Ambiguities

ÁUniqueness of Symbols

S1

Gene

Protein

RNA
Small 

Molecule

Phenotype



Challenges - Ambiguities

ÁRegulatory Links:

S3
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